




Extended Data Fig. 3 | Coverage plots for MPXV genomes assembled via 
hybridization capture and sequencing from necropsy samples of sooty 
mangabeys (Cercocebus atys) and a fire-footed rope squirrel (Funisciurus 
pyrropus). Shown are the coverage plots representing MPXV genome coverage 

in the different tissue types of sooty mangabey and fire-footed rope squirrel 
necropsies. Each colour represents a different individual. Colour nuances 
represent different sample types from the same individual and merged data 
from the different samples.
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Extended Data Fig. 4 | Coverage plots for MPXV genomes assembled via 
hybridization capture and sequencing from sooty mangabey (Cercocebus 
atys) faecal samples. Shown are the coverage plots representing MPXV 

genome coverage obtained from the sooty mangabey faecal samples. Each colour 
represents a different individual.



Extended Data Fig. 5 | Carcass of the fire-footed rope squirrel (Funisciurus 
pyrropus) found dead in TNP. Shown is the carcass of the fire-footed rope 
squirrel as it was found on November 3rd 2022 in TNP. Photo by Taï Chimpanzee 
Project/Carme Riutord-Fe.
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Extended Data Fig. 6 | MPVX clade IIa time tree. Viral genomes identified in a 
sooty mangabey (Cercocebus atys) and a fire-footed rope squirrel (Funisciurus 
pyrropus) in TNP are in red. The inner branch colours represent posterior 

probabilities (grey is <0.95; black is ≥0.95). The coloured nodes refer to 
estimates for the median divergence times and 95% HPD of the TNP MPXVs.



Extended Data Table 1 | Degrees of rash severity associated with MPXV infection in the sooty mangabey (Cercocebus atys) 
group and MPXV DNA detection in asymptomatic individuals

The numbers in brackets following the age categories indicate the number of individuals per age category. The numbers under each severity group correspond to the number of mangabeys 
that showed this symptomatology. The last column represents the number of asymptomatic individuals in which MPXV DNA was found in their faecal samples. 2 individuals disappeared/died 
before the outbreak started but their faecal samples have been included in the analysis (before the outbreak). Age classification was based on both physical characteristics and behavioral  
traits (Bande et al., unpublished data). Infants (<6 months), juveniles (females: 6 months - 3 years, males: 6 months – 6 years), subadults: (females: 3-5 years, males: 6-10 years) and adults: 
(females: >5 years, males >10 years).
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Extended Data Table 2 | Summary of faecal samples and MPXV DNA detection before, during and after the appearance  
of clinical signs associated with MPXV infection in the sooty mangabey (Cercocebus atys) group












